Le malattie prevenibili da vaccino
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Alcuni risultati della vaccinazione in Italia
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Morbillo, Italia 2017
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Genotipi Identificati nel 2017
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93

MVs/Trento.ITA/12.17/2
MVs/LombardiaMI.ITA/9-18.17 n.13
MVs/Veneto.ITA/11.17/
MVs/Umbria.ITA/9-18.17/ n.4
MVs/Basilicata.ITA/11.17/
MVs/Campania.ITA/16-21.17/ n.5
MVs/Abruzzo.ITA/12-22.17/ n.12

9 MVs/Marche.ITA/10-20.17/ n.10

100

98

MVs/Calabria.ITA/9-10.17/ n.5
MVs/Piemonte.ITA/4-12.17/ n.44
MVs/Toscana.ITA/5-21.17/ n.104
MVs/Lazio.ITA/1-14.17/ n.50
MVs/EmiliaRomagna.|TA/2-21.17/ n.33
MVs/Puglia.ITA/10-15.17/ n.6
MVs/FVG.ITA/03-20.17/ n.13
MVs/LombardiaPV.ITA/07-17.17/

MVs/Abruzzo.ITA/10-17.17/ n.21
MVs/Calabria.ITA/1-4.17/ n.8
MVs/Campania.ITA/3-15.17/ n.9
MVs/Emilia Romagna.ITA/12-22.17/ n.2
MVs/Lazio.ITA/1-5.17/ n.6
MVs/Marche.ITA/11-12.17/ n.2
MVs/Piemonte.ITA/7-8.17/ n.4
MVs/Toscana.ITA/2-17.17/ n.14

— AJ232203 MVi/lbadan.NIE/97/1 [B3]
L46753 MVi/NewYork.USA/0.94 [B3]
U01987 MVi/Maryland.USA/0.54/ [A]

MVs/Campania.ITA/3-11.17/ n.2

AF280803 MVi/Manchester.GBR/30.94 [D8]

| MVs/LombardiaPV.ITA/03-7.17/ n.13
100— AF045212 MVi/Hunan.CHN/0.93/7 [H1]
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MVs/LombardiaPV.ITA/03.17/

MVs/Lombardia PV.ITA/06-07.17/ n.2

— MVs/LombardiaPV.ITA/07.17/2
MVs/FVG.ITA/17.17/
MVs/Marche.ITA/11-18.17/2 n.2
MVs/EmiliaRomagna.ITA/2-21.17/ n.9
MVs/Toscana.ITA/2-21.17/ n.55
MVs/Veneto.ITA/11-12.17/ n.4
MVs/Trento.ITA/3-12.17/ n.5
MVs/Lazio.ITA/1-14.17/ n.49
MVs/Bolzano.ITA/10-12.17/ n.3
MVs/Umbria.ITA/10-15.17/ n.2
MVs/Piemonte.ITA/4-6.17/
MVs/Calabria.ITA/6.17/
MVs/LombardiaPV.ITA/04-17.17/ n.45

MVs/Marche.ITA/09-13.17/ n.3 Thailandia
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Genotipi circolanti in Italia

2016 2017






Meningococco
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Fig. 1. Global Meningococcal Serogroup Distribution. 1National Advisory Committee on Immunization (NACI). Can Commun Dis Rep.

Control and Prevention (CDC). Active bacterial core surveillance report, emerging infections...

Vaccine, Volume 33, Issue 31, 2015, 36281 3635
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Incidenza di casi di malattia meningococcica invasiva in Italia
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Numero di IMD per sierogruppo in Italia
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Il focolaio epidemico in Toscana, 2015- 2016
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W\ C:PL5-1,10-8:F36:5T-11(cc1l) (Me =0430/pens 6,/7) (porB 2-2) (fHbp 669) (ET-15) O Strain 2

W C:P15 2:F3-35T-11 (ccll) (Meis0430/pena 1/1) (porB 2-2) (fHbp 2.22) (ET-37) m Strain 3

@ Strain 1 W CP15-1,10-8F36:5T-11936 (ccll) (NeisO430/pend 398,/248) (porB 2-2) (fHbp 1.13) (ET-15)

| Strain 4 W Serogroup C5T-11 (ccll) {no microbiological data)

OC:P1L7-4,14-3:F3-9:5T-1031 (cc334) (NeisD430/pend 162,/599) (porB 2-227) (fHbp 2.19) (ET-15)

Capsular group: pord [P1). WR1, VRZ: ferdA VR: 5T [cc) [NeisD430/pend allele) [porB allele) [fHbp variant) [Electrophoretic Type)
Strain 1: C:P1.5-1,10-2:F2-6:5T-11 [ccll)({Meis0430/pena 358/248) (porB 2-2) [fHbp 1.12) [ET-15)

Strain 2: C:P1.5-1,10-2:F2-6:5T-11,/12051 [ccll) (Meiz0420,/pena &/7) [porE 2-2) [fHbp 1.208) [ET-15)

Strain 3: C:P1.5-1,10-1:F3-6:5T-11 [cc11) [Nei=0430/pens 398,/248) (pord 2-2) [fHbp 1.13) [ET-15)

Strain 4: C:P1.5-1,10-2:F2-6:5T-2720 [ccll) [Meis0430/pens 388/248) (porB 2-2) [fHbp 1.12) [ET-27)

Stefanelli et al. Eurosurveillance 2016
Stefanelli et al. J Infect 2016
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Neighbour-net phylogenetic network di 30 isolati batterici di meningococco C in Toscana
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Strain 1 and Strain 4

Neighbour-net phylogenetic network based on a comparison of 1325 core genome loci (cgMLST) among genomes of 22 N. meningitidigstrain 1, 3 N. meningitidigstrain 2, 2 N. meningitidigstrain 4, 1 N.
meningitidisC:P1.5-1,10-8:F3-6:5T-11(cc11) (Neis0430/penA6/7) (porB2-2) (fHbp 669) (ET-15), 1 N. meningitidisC:P1.5,2:F3-3:ST-11 (cc11) (Neis0430/penA1/1) (porB2-2) (fHbp 2.22) (ET-37) and 1 N. meningitidis
C:P1.7-4,14-3:F3-9:ST-1031(cc334) (Neis0430/penA162/599) (porB2-227) (fHbp 2.19) (ET-15). The scale bar indicates the number of differences among the compared loci.

O C:P1.5-1,10-8:F3-6:5T-11(cc11) (Neis0430/penA6/7)(porB2-2)(fHbp 669)(ET-15)
O  C:P1.5,2:F3-3:5T-11(cc11) (Neis0430/penAl/1)(porB2-2)(fHbp 2.22)(ET-37)
C:P1.7-4,14-3:F3-9:ST-1031(cc334) (Neis0430/penA162/599)(porB2-227)(fHbp 2.19)(ET-15)
Strain 1: C:P1.5-1,10-8:F3-6:ST-11 (cc11) (Neis0430/penA398/248) (porB2-2) (fHbp 1.13) (ET-15)
Strain 2: C:P1.5-1,10-8:F3-6:5T-11/12051 (cc11) (Neis0430/penA6/7) (porB2-2) (fHbp 1.808) (ET-15)
Strain 3: Includes two clinical samples, unsuitable for genomic analysis.

Strain 4: C:P1.5-1,10-8:F3-6:ST-2780 (cc11) (Neis0430/penA398/248) (porB2-2) (fHbp 1.13) (ET-37)



Pneumococco: sierotipi circolanti in Europa

Distribution of Strepfococcus pneumoniae serotypes among populations in Europe
M. HACKEL®, . LASCOLSY, 5. BOUCHLLORH, J. JOHNSOMY, B, HILTON2, D. MORGEMNSTERNZ, J. PURLDMY 2

1intermational Health Management Associates, Schauvmibaerg, IL, LISA
Pfizer Inc., Collegeville, PA, LISSA

Number of isolates

Pneumococc | serotype [Western Europeea)



Incidenza di IPD da sierotipi PCV13/NVS in bambini <5 anni*
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Distribuzione dei sierotipi in IPD in bambini <5 anni (2016)
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A1
A2
A3
Aa
As
A6
A7
A8
A9
A 10

Cervice

HPV 16
HPV 18
HPV 33
HPV45
HPV 31
HPV 58
HPV 52
HPV 35

HPV: tipi piu frequentemente associati a tumori

Vulva

HPV 16
HPV 18
HPV 33
HPV 6/11
HPV 45
HPV 52
HPV 51
HPV 62
HPV 42
HPV 56

Vagina

HPV 16
HPV 40

HPV 6/11

HPV 31
HPV 33
HPV 18
HPV 58
HPV 35
HPV 39
HPV 45

Pene

HPV 16
HPV-18

HPV 6/11

HPV 22
HPV 74
HPV 31
HPV45
HPV 33
HPV 34
HPV 52

Ano

HPV 16
HPV 18
HPV 33
HPV 31

HPV 6/11

HPV 45

Tipi di HPV inclusi solo nel vaccino 9-valente e tipi di HPV non inclusi nel vaccino nonovalente

Orofaringe*

HPV 16
HPV 33
HPV 35
HPV 18
HPV 26
HPV 6/11
HPV 45
HPV 52
HPV 58
HPV 51
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Incidenza delle sindromi influenzali (ILI) in Italia.
Stagioni 2004/05 - 2017/18
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Albero filogenetico del virus
Influenzale A/H3N2 basato
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Malattie prevenibili da vaccino in Italia: quadro riassuntivo

APoliomielite Nessun caso

ADifterite Nessun caso

ATetano 1/1.000.000; anziani, donne

AEpatite B Incidenza/prevalenza‘in declino dal 1991,
specialmente fra i bambini

AMorbillo da centinaia a migliaia di casi

ARosolia congenita 1,5/100,000 nati vivi

AMIB (meningo) ~100cHnn OF aAa QI yy?2

AMIB (pneumo) 700-900 cases every year

Alnfluenza Milioni di casi ogni anno

AHPV N/A



